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Trp 


221 








180 










185 










190 






224 


Ala 


Val 


Phe 


Cys 


Ala 


Gly 


Asn 


Val 


He 


Ala 


Gin 


Lys 


Leu 


Thr 


Glu 


Ala 


225 






195 










200 










205 








228 


Trp 


Lys 


Thr 


Glu 


Leu 


Gin 


Lys 


Lys 


Glu 


Asp 


Arg 


Leu 


Pro 


Pro 


He 


Lys 


229 




210 










215 










220 










232 


Gly 


Pro 


Phe 


Ala 


Glu 


Phe 


Arg 


Lys 


He 


Leu 


Gin 


Phe 


Leu 


Leu 


Ala 


Tyr 


233 


225 










230 










235 










240 


236 


Ser 


Met 


Ser 


Phe 


Lys 


Asn 


Leu 


Ser 


Met 


Leu 


Phe 


Cys 


Leu 


Thr 


Trp 


Pro 


237 










245 










250 










255 




240 


Tyr 


He 


Leu 


Leu 


Gly 


Phe 


Leu 


Phe 


Cys 


Ala 


Phe 


Val 


Val 


Val 


Asn 


Gly 


241 








260 










265 










270 






244 


Gly 


He 


Val 


He 


Gly 


Asp 


Arg 


Ser 


Ser 


His 


Glu 


Ala 


Cys 


Leu 


His 


Phe 


245 






275 










280 










285 








248 


Pro 


Gin 


Leu 


Phe 


Tyr 


Phe 


Phe 


Ser 


Phe 


Thr 


Leu 


Phe 


Phe 


Ser 


Phe 


Pro 


249 




290 










295 










300 










252 


His 


Leu 


Leu 


Ser 


Pro 


Ser 


Lys 


He 


Lys 


Thr 


Phe 


Leu 


Ser 


Leu 


Val 


Trp 


253 


305 










310 










315 










320 


256 


Lys 


His 


Gly 


He 


Leu 


Phe 


Leu 


Val 


Val 


Thr 


Leu 


Val 


Ser 


Val 


Phe 


Leu 


257 










325 










330 










335 




260 


Val 


Trp 


Lys 


Phe 


Thr 


Tyr 


Ala 


His 


Lys 


Tyr 


Leu 


Leu 


Ala 


Asp 


Asn 


Arg 


261 








340 










345 










350 






264 


His 


Tyr 


Thr 


Phe 


Tyr 


Val 


Trp 


Lys 


Arg 


Val 


Phe 


Gin 


Arg 


Tyr 


Ala 


lie 


265 






355 










360 










365 








268 


Leu 


Lys 


Tyr 


Leu 


Leu 


Val 


Pro 


Ala 


Tyr 


He 


Phe 


.Ala 


Gly 


Trp 


Ser 


He 


269 




370 










375 










380 










272 


Ala 


Asp 


Ser 


Leu 


Lys 


Ser 


Lys 


Pro 


He 


Phe 


Trp 


Asn 


Leu 


Met 


Phe 


Phe 


273 


385 










390 










395 










400 


276 


He 


Cys 


Leu 


Phe 


He 


Val 


He 


Val 


Pro 


Gin 


Lys 


Leu 


Leu 


Glu 


Phe 


Arg 


277 










405 










410 










415 




280 


Tyr 


Phe 


He 


Leu 


Pro 


Tyr 


Val 


lie Tyr 


Arg 


Leu 


Asn 


He 


Thr 


Leu. 


Pro 


281 








420 










425 










430 






284 


Pro 


Thr 


Ser 


Arg 


Leu 


Val 


Cys 


Glu 


Leu 


Ser 


Cys 


Tyr 


Ala 


He 


Val 


Asn 


285 






435 










440 










445 








288 


Phe 


He 


Thr 


Phe 


Tyr 


He 


Phe 


Leu 


Asn 


Lys 


Thr 


Phe 


Gin 


Trp 


Pro 


Asn 


289 




450 










455 










460 










292 


Ser 


Gin 


Asp 


He 


Gin 


Arg 


Phe 


Met 


Trp 
















293 


465 










470 






















296 


<210> SEQ ID NO: 


3 
























297 


<211> LENGTH: 1159 
























298 


<212> TYPE: 


PRT 


























299 


<213> ORGANISM: 


Homo sapiens 


















301 


<400> SEQUENCE: 


3 
























303 


Met 


Pro 


Val 


Arg 


Arg 


Gly His 


Val 


Ala 


Pro 


Gin 


Asn 


Thr 


Phe 


Leu 


Asp 


304 


1 








5 










10 










15 
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306 


Thr 


He 


He 


Arg 


Lys 


Phe 


Glu 


Gly 


Gin 


Ser 


Arg 


Lys 


Phe 


He 


He 


Ala 


307 








20 










25 










30 




Phe 


309 


Asn 


Ala 


Arg 


Val 


Glu 


Asn 


Cys 


Ala 


Val 


He 


Tyr 


Cys 


Asn 


Asp 


Gly 


310 






35 










40 










45 








312 


Cys 


Glu 


Leu 


Cys 


Gly 


Tyr 


Ser 


Arg 


Ala 


Glu 


Val 


Met 


Gin 


Arg 


Pro 


Cys 


313 




50 










55 










60 










315 


Thr Cys 


Asp 


Phe 


Leu 


His 


Gly 


Pro 


Arg 


Thr 


Gin 


Arg 


Arg 


Ala 


Ala 


Ala 


316 


65 










70 










75 










80 


318 


Gin 


He 


Ala 


Gin 


Ala 


Leu 


Leu 


Gly 


Ala 


Glu 


Glu 


Arg 


Lys 


Val 


Glu 


He 


319 










85 










90 










95 




321 


Ala 


Phe 


Tyr Arg 


Lys 


Asp 


Gly 


Ser 


Cys 


Phe 


Leu 


Cys 


Leu 


Val 


Asp 


Val 


322 








100 










105 










110 






324 


Val 


Pro 


Val 


Lys 


Asn 


Glu 


Asp 


Gly 


Ala 


Val 


He 


Met 


Phe 


He 


Leu 


Asn 


325 






115 










120 










125 








327 


Phe 


Glu 


Val 


Val 


Met 


Glu 


Lys 


Asp 


Met 


Val 


Gly 


Ser 


Pro 


Ala 


His 


Asp 


328 




130 










135 










140 










330 


Thr 


Asn 


His 


Arg 


Gly 


Pro 


Pro 


Thr 


Ser 


Trp 


Leu 


Ala 


Pro 


Gly 


Arg 


Ala 


331 


145 










150 










155 










160 


333 


Lys 


Thr 


Phe 


Arg 


Leu 


Lys 


Leu 


Pro 


Ala 


Leu 


Leu 


Ala 


Leu 


Thr 


Ala 


Arg 


334 










165 










170 










175 




336 


Glu 


Ser 


Ser 


Val 


Arg 


Ser 


Gly 


Gly 


Ala 


Gly 


Gly 


Ala 


Gly 


Ala 


Pro 


Gly 


337 








180 










185 










190 






339 


Ala 


Val 


Val 


Val 


Asp 


Val 


Asp 


Leu 


Thr 


Pro 


Ala 


Ala 


Pro 


Ser 


Ser 


Glu 


340 






195 










200 










205 








342 


Ser 


Leu 


Ala 


Leu 


Asp 


Glu 


Val 


Thr 


Ala 


Met 


Asp 


Asn 


His 


Val 


Ala 


Gly 


343 




210 










215 










220 










345 


Leu Gly Pro Ala 


Glu 


Glu 


Arg 


Arg 


Ala 


Leu 


Val 


Gly 


Pro 


Gly 


Ser 


Pro 


346 


225 










230 










235 










240 


348 


Pro Arg 


Ser 


Ala 


Pro 


Gly 


Gin 


Leu 


Pro 


Ser 


Pro 


Arg 


Ala 


His 


Ser 


Leu 


349 










245 










250 










255 




351 


Asn 


Pro Asp 


Ala 


Ser 


Gly 


Ser 


Ser 


Cys 


Ser 


Leu 


Ala 


Arg 


Thr 


Arg 


Ser 


352 








260 










265 










270 






354 


Arg 


Glu 


Ser 


Cys 


Ala 


Ser 


Val 


Arg 


Arg 


Ala 


Ser 


Ser 


Ala 


Asp 


Asp 


He 


355 






275 










280 










285 








357 


Glu 


Ala 


Met 


Arg 


Ala 


Gly 


Val 


Leu 


Pro 


Pro 


Pro 


Pro 


Arg 


His 


Ala 


Ser 


358 




290 










2 95" 










300 










360 


Thr Gly Ala Met 


His 


Pro 


Leu 


Arg 


Ser 


Gly 


Leu 


Leu 


Asn 


Ser 


Thr 


Ser 


361 


305 










310 










315 










320 


363 


Asp 


Ser 


Asp 


Leu 


Val 


Arg 


Tyr 


Arg 


Thr 


lie 


Ser 


Lys 


He 


Pro 


Gin 


He 


364 










325 










330 










335 




366 


Thr 


Leu 


Asn 


Phe 


Val 


Asp 


Leu 


Lys 


Gly 


Asp 


Pro 


Phe 


Leu 


Ala 


Ser 


Pro 


367 








340 










345 










350 






369 


Thr 


Ser Asp 


Arg 


Glu 


He 


He 


Ala 


Pro 


Lys 


He 


Lys 


Glu 


Arg 


Thr 


His 


370 






355 










360 










365 








372 


Asn 


Val 


Thr 


Glu 


Lys 


Val 


Thr 


Gin 


Val 


Leu 


Ser 


Leu 


Gly 


Ala 


Asp 


Val 


373 




370 










375 










380 










375 


Leu 


Pro 


Glu 


Tyr 


Lys 


Leu 


Gin 


Ala 


Pro 


Arg 


He 


His 


Arg 


Trp 


Thr 


He 


376 


385 










390 










395 










400 


378 


Leu 


His 


Tyr 


Ser 


Pro 


Phe 


Lys 


Ala 


Val 


Trp 


Asp 


Trp 


Leu 


lie 


Leu 


Leu 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:l; N Pos . 14 94,1624,1647,1649,1654,1674,1675,1676,1678,1682,1692,1696 

Seq#:l; N Pos. 1711,1712,1714,1717,1725,1732,1738,1739,1744,1745,1750,1755 

Seq#:l; N Pos. 1756,1757,1759,1763,1767,1768,1769,1773,1777,1778,1779,1782 

Seq#:l; N Pos . 1783,1784,1786,1830,1849,1853 
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L: 


154 


M 


.341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


after 


pos . 


1442 


L: 


160 


M: 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


after 


pos . 


1622 


L: 


162 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


after 


pos . 


1682 


L: 


164 


M: 


341 


w 


(46) 


«. n « 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


after 


pos . 


1742 


L: 


166 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


after 


pos . 


1802 
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